







    
        
            
                
                     Toggle navigation    
                    	    [image: ]
	                  

                
                                        Opportunities

                                        	Home 
	Home
	What we do



	People 
	Our People
	Alumni
	Opportunities



	Software 
	DIGS
	DisCVR
	GLUE
	Tanoti
	ViCTree
	Viral Host Predictor



	GLUE Projects 
	CoV-GLUE
	HCV-Glue
	BTV-GLUE
	HEV-GLUE
	RABV-GLUE
	Off-line
	GLUE Software



	Training 
	Training Courses
	Conferences
	OIE



	Publications
	Blog
	Local 
	Calendar
	Support
	Research Servers



	Viral bioinformatics training course 2024

                

            

        

        
             
                
                    	    [image: ]
	                  

                	Home
	Home
	What we do



	People
	Our People
	Alumni
	Opportunities



	Software
	DIGS
	DisCVR
	GLUE
	Tanoti
	ViCTree
	Viral Host Predictor



	GLUE Projects
	CoV-GLUE
	HCV-Glue
	BTV-GLUE
	HEV-GLUE
	RABV-GLUE
	Off-line
	GLUE Software



	Training
	Training Courses
	Conferences
	OIE



	Publications
	Blog
	Local
	Calendar
	Support
	Research Servers



	Viral bioinformatics training course 2024

            

        

    
	
		
			

			
				
					Oops! That page can’t be found.

				

				
					It looks like nothing was found at this location. Maybe try one of the links below or a search?


					
	    
			
				
				    
				    Search for:
				    
				      Search
				    
				

			

		

					
						
							
		
		Recent Posts

			
					6th Annual training course on Viral Bioinformatics and Genomics (21 – 25 August 2023)
									
	
					4th Annual Training Course on Viral Bioinformatics and Genomics (20-24th Aug, 2018)
									
	
					weeSAM version 1.5.
									
	
					Extensive but not comprehensive compilation of de-novo assemblers
									
	
					A compilation of conversion tools for BED, SAM/BAM, psl, pslx, blast tabular and blast xml
									



		
						

					


					
						
							Most Used Categories

							Uncategorized (16)

	UNIX (12)

	Deep Sequencing (7)

	BioLinux (6)

	illumina (5)

	Metagenomics (4)

	BLAST (3)

	ONT (3)

	software (3)

	Perl (3)



						

					

					
					
						
							Archives
Try looking in the monthly archives. 🙂
		Archives
		Select Month
 April 2023 
 September 2018 
 July 2018 
 June 2018 
 November 2017 
 October 2017 
 July 2017 
 May 2017 
 March 2017 
 August 2016 
 April 2016 
 February 2016 
 November 2015 
 October 2015 
 September 2015 
 August 2015 
 June 2015 
 April 2015 
 March 2015 
 February 2015 
 January 2015 
 November 2014 
 October 2014 
 September 2014 



			

						

					

					
						
							Tags
assembler
BAM
bcl2fastq
BED
Bioinformatics
blast
de-novo
demultiplex
de novo assembly
E-utilities
FAST5
FASTA
HDF5
html
ICTV
Illumina
Java
k-mer
kraken
metacortex
MetAMOS
MinION
next-generation sequencing
NGS
ONT
primers
psl
pslx
PubMed
python
recombination
remote job submission
SAM
SAM parser
scp
server
shell
ssh
SVG
tagging
taxonomy
Training
TrueSeq
unix
xml


						

					

					
				

			
	        

        

	


	
                
            
                                
                    
                        [image: MRC - Medical Research Council]
Address
			MRC-University of Glasgow Centre for Virus Research

464 Bearsden Rd

Glasgow

G61 1QH
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			Tel: +44 (0) 141 330 4017

E-mail: cvr-webresource-support@lists.cent.gla.ac.uk
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